DBSJ Letters Vol.6, No.3

Extraction of Least Minimum
Generalization from Mismatch Cluster
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An ambiguous query in sequence database retu rns a set
of similar subsequences, called a mismatch cluster, to the
user. In order to support user comprehension of
mismatch clusters, it is important to extract a set of
ambiguous sequence patterns with the least minimum
generalization in the mismatch cluster. The present
paper proposes an iterative refinement to extract
ambiguous sequence patterns from mismatch clusters
and domain segmentation methods to achieve an
effective pattern extraction Moreover, a prototype
implementing the two proposed methods has been
applied to three datasets included in PROSITE in order

to evaluate their usefulness. The proposed method s
resulted in a high capability
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Fig.1 An example of extracting the negative patterns
from {< ABF>,<AEC>,<AEF>,<DBF>,<DEC><DEF>}
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Table 1 Characteristics of the three datasets
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Table 2 Results of ambiguous queries and iterative
refinement method
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Table 3 Support count rate ranking of generalized
patterns
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